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Qi Zhao, Zhenqiao Song, Xinsheng Fang, Yuling Pan, Linlin Guo, Tian Liu and Jianhua Wang Table S1 . The correlation coefficients from OPLS-DA of S. miltiorrhiza extracts from paired locations for each genotype (ZY, Zhuyang; CQ, Changqing; TA, Taian).
Putative Annotation
Genotype 1 Figure S5 . LC−UV chromatograms (280nm) for S. miltiorrhiza from three different locations (Zhuyang, Changqing, Taian) for each genotype: 1, Danshensu; 4, Procatechuic aldehyde; 7, Salvianolic acid F; 8, U2; 9, U3; 10, Ferulic acid; 12, U5; 13, Salvianolic acid I; 14, Salvianolic acid E; 15, Rosmarinic acid; 17, Lithospermic acid; 18, Prolithospermic acid derivative; 19, U6; 20, Salvianolic acid B; 21, Isosalvianolic acid B; 22, U7; 23, Salvianolic acid L; 24, Salvianolic acid A; 26, Tanshindiol C; 27, U9; 28, U10; 29, 30, 31, U11; 32, TanshinoneⅡB; 33, 36, Trijuganone C; 41, U14; 42, Przewa tanshinone A; 43, U15; 44, 15, 46, Neocryptotanshinone; 47, Methyltanshinonate; 48, Trijuganone B; 52, Cryptotanshinone; 53, Tanshinone Ⅰ ; 55, 1, 60, TanshinoneⅡA; 62, Miltirone. (a) 

